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[ Abstract] Regenerating islet-derived protein 3 gamma ( Reg3g) is a calcium-independent C-type lec-
tin-like antimicrobial protein. It contributes to the maintenance of intestinal homeostasis through modulating the
composition of gut microbiota, preserving spatial segregation between microbiota and intestinal mucosa, regula-
ting inflammatory responses and promoting epithelial barrier repair. Short bowel syndrome (SBS) is manifested
by a marked reduction in functional intestinal absorptive surface area after extensive small bowel resection, in-
testinal exclusion or congenital intestinal shortening,resulting in disorders of nutrient, water and electrolyte ab-
sorption. SBS children present frequently with gut dysbiosis, mucosal inflammation and impaired barrier func-
tion. Therefore Reg3g-mediated regulation of intestinal homeostasis may provide a potential therapeutic target for
improving intestinal barrier dysfunction and microbial imbalance in pediatric SBS. This review summarized the
structural characteristics of Reg3g and discussed its role in intestinal homeostasis and the related signaling path-
ways.
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