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[ Abstract] Congenital anorectal malformations are a diverse set of phenotypic and genetically heteroge-
neous diseases. Understanding the underlying pathogenesis aids in its early preventions and treatments. In rapid-
ly developing basic researches, the studies of congenital anorectal malformations are not as thorough as those of
other congenital diseases and research direction is relatively limited. This review summarized the latest basic re-
searches on congenital anorectal malformations (esp. embryological , genetic and epigenetic studies).
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