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The CAG repeat polymorphism in the Androgen Receptor gene regulates the risk of hypospadias in
ChineseHan population. SHEN Xiao-wet, XU Mou-sheng, LIN Hou-xiong, et al. 1 ,The Department of Pediat-
ric Surgery, Xin Hua Hospital Affiated to Shanghai Jiao Tong University School of Medicine, Shanghai 200092,
China. 2, The Department of Pediatric Surgery,Sichuan province People’s Hospital, Chengdu 610072, China

[ Abstract] Objetive To analyze the risk for hypospadias in Han Chinese modified by the CAG repeat
polymorphism in the exon 1 of Androgen Receptor gene. Methods DNA was extracted form peripheral blood
samples which came from 342 cases with hypospadias and 351 healthy voluntary anonymous blood sample do-
nors. The CAG repeat lengths were amplified with PCR, which were calculated the difference between the hy-
pospadias and control group using Chi — square test. Results The mean length of CAG in hypospadias was
23.65 +3.36 (range 15 ~44), and it was 23. 14 +1.87 (range 19 ~31) in control group. A significant in-
crease of the CAG repeat length in hypospadias group was detected when compared with the controls (P =
0.013). In addition, the odds ratios between the hypospadias and controls revealed that the hypospadias cases
are about 1.5 times to have longer CAG repeats than a shorter length for each repeat length investigated. Con-
clusion We have investigated a large number of hypospadias cases with regards to the CAG repeat length, and
we provided evidence that a higher number of the CAG repeat sequence in the AR gene have a clear effect on
the risk of hypospadias in Han Chinese.
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Table 1 AR gene to evaluate the risk of hypospadias ( Example)

CAG FEEEL JRHI4l xR OR(95% CI') P1i

<19 18 9 2.111(CI:0.935 ~4.767) 0. 05

=20 324 342 — —

=21 301 325 0.587(CI:0.351 ~0.984) 0. 028
=22 272 298 0.691(CI:0.467 ~1.024) 0. 04
=23 226 200 1.471(CI:1.081 ~2.001) 0. 009
=24 167 145 1.356(CI:1.004 ~1.830) 0. 028
=25 110 85 1.484(CI:1.063 ~2.071) 0.012
=26 64 45 1.565(CI:1.034 ~2.369) 0. 021

% OR :0dds Ratio;95% CI:95% confidence interval limit
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