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[ Abstract] Objective To search the specific protein biomarkers constructing the serum protein markers
in the early dignosis of Neuroblastoma. Methods Eighty-seven serum samples ( including 47 Neuroblastoma
patients 30 children malignant solid tumor 10 healthy children) were detected by SELDI-TOF-MS,and procee-
ded by ZUCI-protein chip Data Analyze System Software to be identified by Jackknife, and evaluate the mod-
el’ s predictive effect. Results To analyze all the serum protein icon by cluster analysis can find a proteomics
model. The detective model in combined with 10 biomarkers could separate neuroblastoma from the healthy
group with sensitivity of 100. 00% , specificity of 100. 00% ; separate preoperative neuroblastoma from postopera-
tive neuroblastoma with sensitivity of 100. 00% ,specificity of 100. 00% ;The diagnosis model combined with 5
biomarkers could separate neuroblastoma from other children malignant solid tumors with sensitivity of 88.
89% , specificity of 100.00% . Conclusion This detective model is a more effective method for the early diag-
nosis neuroblastoma,and can develope to a new path to research for new tumor markers to study the proteomics
in neuroblastoma. The model of neuroblastoma combinated by SELDI-TOF-MS with SVM and bioinformation
technique can regard as another more specificity and sensitivity auxiliary examination mean.
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